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Figure 2 
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Filename : mouse FGF-21 cDNA in pGEM-T 

Sequence Size : 659 
Sequence Position: 1 - 659 
Translation Position: 14 - 646; 



10 20 30 40 50 63 

GAGCGCAGCCCTGATGGAATGGATGAGATCTAGAGnTGGGACCCTGGGACTGTGGGTCCG SEQ ID NO: 1 
MEVJMRS R VGTLGLWVR ?EQ ID NO:2 

70 80 90 100 U0 120 

ACTGCTGCTGGCTGTCTTCCrGCTGGGGGTCTACCAAGCATACCCCATCCCTGACTCCAG 
lllAVFLLGVYQAYPIPDSS 

□ 130 140 150 160 170 180 

5 CCCCCTCaCCA(TrTTGGGG(rr(^GTCCGGaGAGGTACCTCTAaa(WTGAC(^CCA 
E] PLIQFGGQVRQRYIYTDDDQ 

Fj 190 200 210 220 230 240 

m AGACACTGAAGCCCACCTGGAGATCAGGGAGGATGGAACAGTGGTAGGCGCAGCACACCG 
Hi DTEAHLEIREOGTVVGAAHR 

" 250 260 270 280 290 300 

H CAGTCWGAAAGTCTCCTGGAGCTCAAAGCCTTGAAGCCAGGGGTCATTCAAATCCTGGG 
t\ SPESLLELKAIKPGVIQIIG 

*0 310 320 330 340 350 360 

Q TGTOUUGCCrCTAGGTTTCTTTGCCWVCAGCCAGATGGAGCTCTCTATGGATCGCCTCA 
RJ VKASRFLCQQPDGALYGSPH 

370 380 390 400 410 420 

CTrTGATCCTGAGGCCrGCAGCTTCAGAGAACTGCTGCTGGAGGACGGTTACAATGTGTA 
FDPEACSFRELLLEDGYNVY 

-410 440 450 460 470 480 

CCAGTaGAAGCCCATGGCCTGCCCCTGCGTCTGCCTCAGAAGGACTCCCCAAACCAGGA 
QSEAHGLPLRLPQKDSPNQD 

490 500 510 520 530 540 

TGCAACATCCTGGGGACCTGTGCGCTTCCTGCCCATGCCAGGCCTGCTCCACGAGCCCCA 
ATSWGPVRFLPMPGLLHEPQ 

550 560 570 580 590 600 

AGACCAAGCAGGATTCCTGCCCCCAGAGCCCCCAGATGTGGGCTCCTCTGACCCCCTGAG 
DQAGFLPPEPPDVGSSDPLS 

610 620 630 643 650 660 

CATGGTAGAGCCnTACAGGGCCGAAGCCCCAGCTATGCGTCCTGACTCTTCCTGAATC 
MVEPLQGRSPSYAS* 
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Figure 5 



Filename : human FGF-21 cDNA in pGEM-T 

Sequence Size : 643 
Sequence Position: 1 - 643 
Translation Position: 9 - 638; 



IB 20 30 40 50 60 

agccattgatggartcg^cgagaccgggttcgc^cart SE q id n0 :3 

MDSDETGFEHSGLftVSVL SEQ ID N0:4 

70 80 90 100 110 120 

tggctggtcttctgctgggagcctgccaggcacaccccatccctgactccagtcetctcc 

AGLLLGACQAHPIPDSSPLL - 

130 140 150 160 170 180 

tgcewttcgggggccaagtccggcagcggtacctctacacagatgatgcccagcagacag 
Q F 6 6 QVRQRYLY TDDAQQTE 

190 200 210 220 230 240 

aagcccacctggagatcagggaggatgggacggtggggggcgctgctgaccagagccccg 
AHIEIREDGTVGGAADQSPE 

250 260 270 280 290 300 

aaagtctcctgcagctgaaagccttgaagccgggagttattcaaatcttgggagtcaaga 
S LL Q L KA L KPGVIQIL GVKT 

310 320 330 340 350 360 

catccaggttcctgtgccagcggccagatggggccctgtatggatcgctccactttgacc 
SR FL C QRPOGALYGSLHFDP 

370 380 390 400 410 420 

ctgaggcctgcagcttccgggagctgcttcttgaggacggatacaatgtttaccagtccg 
EACSFRELLLEOGYNVYQSE 

- -JOB 440 ^50 460 470 "480 

aaqcccacggcctcccgctgcacctgccagggaacaagtccccacaccgggaccctgcac 
AHG LP LHL PG NKSPHRDPAP 

490 500 510 520 530 540 

cccgaggaccagctcgcttcctgccactaccaggcctgccccccgcactcccggagccac 
R G P A R F L P L PGL PPALPEPP 

550 560 S70 580 590 600 

ccggaatcctagccccccagccccccgcrtgtgggrtcctcggaccctctgagcatggtgg 

GILAPQPPD V6SS0PLSMVG 

610 620 630 640 650 

gaccttcccagggccgaagccccagctacgcttcctgaagcca 
PSQGRSPSYAS* 



ia8O1' O£II02/eO0-8SZ.9l-dd .-oNJS^oa o N [BU3 S |B p qoji qnXnqoM :sjoju3aui 

Sn^JWASSna "ON \i m ssaidxg 



Figure 6 
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Figure 7 A 



Codon usage for yeast (highly expressed) genes 
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Figure 7 B 
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Figure 8 A 



Codon usage for Drosophila (highly expressed) genes 
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Figure 8 B 
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Figure 9 A 

Codon usage for enteric bacterial (highly expressed) genes 
7/19/83 
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Figure 9B ^ 
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